Introduction We propose to perform near full-length deep sequencing of HIV-1 genomes from approximately 100 newlydiagnosed cases in San Francisco in the previous year (2016), using stored specimens from the clinical genotyping service that serves the majority of HIV cases in San Francisco. Methods Stored, frozen blood plasma from approximately100 newly-diagnosed cases in San Francisco over the previous year will be analysed. Four amplification products covering most of the HIV-1 genome will be derived by RT-PCR adapted from existing protocols. These protocols have been shown to be successful for the near full length analysis of approximately 85% of specimens having viral load greater than 10 000 copies per ml, which represent the majority of newly diagnosed people in San Francisco. Briefly, four overlapping regions spanning all reading frames of the HIV genome will be amplified in a published one-step RT-PCR strategy. Pooled amplicons will be purified and sequenced on an Illumina HiSeq instrument operated by GENEWIZ. Results This work is ongoing and we have generated approximately half of the near full length HIV genomes for this project. This data and techniques will be presented as part of the results. Conclusion Deep sequencing provides better resolution for characterising the duration of infection. Viral diversity increases over time on average and can be estimated from the frequency of sequence ambiguities in population sequences. However, sequence ambiguities can occur due to dual infection, which can occur early in infection, and make the virus population sequence appear older.
. An increase in the number of individuals aged 15 to 34 years was observed, with a male to female ratio of 2.4:1 and sexual exposure as the major risk factor. At present, 50% of males referred homosexual practice and 9% bisexual; conversely, 96% of females are heterosexual. HTLV-1 and HTLV-2 are endemic in Brazil; estimated in 2.5 million people. Since HIV and HTLV share routes of virus transmission, coinfection of such virus could occur. Methods The present study discloses the age and gender of 1,715 HIV-infected individuals of AIDS care services (São Paulo, Brazil) in period from 2010 to 2016, whose blood samples were sent to Instituto Adolfo Lutz for HTLV infection analysis, and they were divided according to sex in five agegroups (G1=16-25 years, G2=26-30 years, G3=31-40 years, G4=41-50 years, and G5=>50 years). HIV/HTLV positive cases were analysed in each group.
Results The increase of the HIV-infected male of G1 was detected (<10% in 2010 vs. 33% in 2016) as well in patients of G2 (<10% in 2010 vs. 22% in 2016) . Among females, although in minor percentages, an increase in HIV infection in patients of 16 to 25 years was detected. Concerning HIV/ HTLV coinfection, during the years from 2010 to 2014 all cases were detected in patients over 30 years old, but from 2015 to 2016 three cases of HTLV infection were detected in patients with less than 30 years of age. Conclusion The increase in the last years in Brazil in the number of HIV infections in the second and third decades of life is of concern, and could be related to unprotected sexual contact and promiscuity after consuming drugs (alcohol, marijuana and others). Although HTLV was more efficiently transmitted by parenteral route, sexual transmission seems to account for the new HTLV infected individuals in Brazil. Surveillance of such viruses is important to properly control these viruses spread. Support: CNPq PD#302661/2015-8
Introduction MTCT is the main HIV infection route in Brazilian children. The rates of AIDS detection in children under five years have been decreasing in Brazil since 2004, from 5.6/100,000 inhabitants in 2003 to 2.5/100,000 inhabitants in 2015, with southeast area decreasing fastly and brought the national rate down. To contribute to the reduction in MTC transmission of HIV in Brazil, the Ministry of Health (MoH) launched at the end of 2016 the certification process of cities that eliminated MTCT. The objective of this work is to present the Brazilian process of implementation of HIV MTCT elimination certification. Methods Experts working group was establish to adapt PAHO criteria to the Brazilian scenario. We included as impact indicators the HIV detection rates among children by birth year; and the proportion of children until 18 months old that were exposed to HIV and was infected, and, in addition must have more than 1 00 000 inhabitants. We analysed data from our national surveillance systems, between 2012 and 2014, to select the municipalities to initiate the process of certification. Results To be eligible municipalities has to present HIV detection rates£0.3/1000 live births and/or proportion of children exposed to HIV classified as infected <2%. 3816 out of 5,570 Brazilian municipalities were eligible for certification. Among them 1949 presented the minimum epidemiological criteria to start the certification process, but just 82 metropolises with more than 1 00 000 inhabitants were eligible to start the process. Conclusion The selected cities must create a multidisciplinary working group to investigate the impact and process indicators established, and need to meet some process indicators that includes prenatal coverage; HIV tests performed during prenatal among pregnant women; and antiretroviral therapy among infected pregnant. Based on these evidences the cities will receive a certificate of elimination of MTCT HIV. The 
